M21136.1
M21136.1
M21136.1

M21136.1
M21136.1
M21136.1

M21136.1
M21136.1
M21136.1

M21136.1
M21136.1
M21136.1

M21136.1
M21136.1

M21136.1
M21136.1
M21136.1

M21136.1
M21136.1

M21136.1
M21136.1
M21136.1

M21136.1
M21136.1
M21136.1

CP094853.1
AP019305.1
AP019543.1

CP030138.1
LR027878.1
AP019306.1

CP029685.1
LT992462.1
AP019545.1

LR027869.1
CP029198.1
CP005288.1

CP012015.1
CP012018.1

CP013957.1
CP127019.1
CP018629.1

CP007499.1
CP026072.1

CP015447.2
CP113018.1
CP027788.1

CP041010.1
CP064389.1
CP029653.1

99.896
99.896
97.5

99.896
99.896
99.896

99.896
97.5
97.5

99.896
99.844
99.844

99.896
99.896

99.896
99.896
99.844

99.844
99.844

99.896
99.896
99.896

99.896
99.896
93.333

1920
1920
1920

1920
1920
1920

1920
1920
1920

1920
1920
1920

1920
1920

1920
1920
1920

1920
1920

1920
1920
1920

1920
1920
1920

48

48
48

128

458
458
458

458
458
458

458
458
458

458
458
458

458
458

458
458
458

458
458

458
458
458

458
458
458

2377
2377
2377

2377
2377
2377

2377
2377
2377

2377
2377
2377

2377
2377

2377
2377
2377

2377
2377

2377
2377
2377

2377
2377
2377

473479
1892788
1963996

456762
493455
2005148

527705
612956
1963345

434495
466805
457710

457476
457389

490848
491517
2054354

441663
1205340

448302
2940751
492574

59992
2455172
1653938

471560
1890869
1965915

454843
491536
2003229

525786
614875
1965264

432576
464886
455792

455557
455470

488929
489598
2056272

439744
1207259

446383
2942670
490655

58073
2457091
1652019

3535
3535
3280

3535
3535
3535

3535
3280
3280

3535
3530
3528

3535
3535

3535
3535
3528

3530
3530

3535
3535
3535

3535
3535
2837



M21136.1
M21136.1
M21136.1

M21136.1
M21136.1
M21136.1

M21136.1
M21136.1
M21136.1

M21136.1
M21136.1
M21136.1

M21136.1
M21136.1
M21136.1

M21136.1

LR027874.1
CP113005.1
CP012013.1

CP012012.1
CP113009.1
CP130549.1

CP094855.1
CP113007.1
CP113032.1

CP127021.1
CP009681.1
CP012011.1

CP127024.1
CP113015.1
LR130515.1

CP058312.1

99.896
99.896
99.844

99.896
99.896
97.5

99.896
99.896
99.896

99.896
99.844
99.844

99.896
99.896
99.896

99.896

1920
1920
1920

1920
1920
1920

1920
1920
1920

1920
1920
1920

1920
1920
1920

1920

48

458
458
458

458
458
458

458
458
458

458
458
458

458
458
458

458

2377
2377
2377

2377
2377
2377

2377
2377
2377

2377
2377
2377

2377
2377
2377

2377

447219
2917861
458518

457682
109306
2898139

428908
2917172
401420

491515
2144083
503519

491496
1109061
494839

504180

445300
2915942
456600

455763
107387
2896220

426989
2919091
399501

489596
2146002
501600

489577
1107142
492920

502261

3535
3535
3528

3535
3535
3280

3535
3535
3535

3535
3530
3530

3535
3535
3535

3535



Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Staphylococcus ¢ Staphylococcus ¢ 3528 3528 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%

Per. ident

Per. ident

Per. ident

Per. ident

99.9
99.9
99.84

99.9
99.9
99.9

99.9
99.9
99.9

99.9

Acc. Len
3085555
3093943
3095697

Acc. Len
3050015
3051056
3066291

Acc. Len
3048293
3048932
3049602

Acc. Len
3046963

Accession

CP013957.1
CP127019.1
CP018629.1

Accession
CP030138.1
LR027878.1
AP019306.1

Accession

CP127024.1
CP113015.1
LR130515.1

Accession
CP127021.1


https://www.ncbi.nlm.nih.gov/nucleotide/CP013957.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTNKCXJN114
https://www.ncbi.nlm.nih.gov/nucleotide/CP127019.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTNKCXJN114
https://www.ncbi.nlm.nih.gov/nucleotide/CP018629.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTNKCXJN114
https://www.ncbi.nlm.nih.gov/nucleotide/CP030138.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTNMZUMN114
https://www.ncbi.nlm.nih.gov/nucleotide/LR027878.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTNMZUMN114
https://www.ncbi.nlm.nih.gov/nucleotide/AP019306.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTNMZUMN114
https://www.ncbi.nlm.nih.gov/nucleotide/CP127024.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTNP0SGG114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113015.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTNP0SGG114
https://www.ncbi.nlm.nih.gov/nucleotide/LR130515.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTNP0SGG114
https://www.ncbi.nlm.nih.gov/nucleotide/CP127021.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTNPZ9UM114

Staphylococcus ¢ Staphylococcus « 3530 3530 100%
Staphylococcus ¢ Staphylococcus ¢ 3530 3530 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Description Scientific Name Max Score Total Score Query Cover E value

Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%

99.84 3046210 CP009681.1

99.84 3046545 CP012011.1

Per. ident Acc. Len Accession
99.9 3038845 CP015447.2
99.9 3043269 CP113018.1
99.9 3044721 CP027788.1

Per. ident Acc. Len Accession
99.9 3011345 CP094855.1
99.9 3019690 CP113007.1
99.9 3022586 CP113032.1

Per. ident Acc. Len Accession
99.9 2999728 LR027874.1
99.9 3009874 CP113005.1


https://www.ncbi.nlm.nih.gov/nucleotide/CP009681.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTNPZ9UM114
https://www.ncbi.nlm.nih.gov/nucleotide/CP012011.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTNPZ9UM114
https://www.ncbi.nlm.nih.gov/nucleotide/CP015447.2?report=genbank&log$=nucltop&blast_rank=1&RID=GTNS1BDZ114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113018.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTNS1BDZ114
https://www.ncbi.nlm.nih.gov/nucleotide/CP027788.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTNS1BDZ114
https://www.ncbi.nlm.nih.gov/nucleotide/CP094855.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTNT5B77114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113007.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTNT5B77114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113032.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTNT5B77114
https://www.ncbi.nlm.nih.gov/nucleotide/LR027874.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTNU3NMR114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113005.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTNU3NMR114

Staphylococcus ¢ Staphylococcus « 3528 3528 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus « 3535 3535 100%
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Staphylococcus ¢ Staphylococcus ¢ 3530 3530 100%
Staphylococcus ¢ Staphylococcus ¢ 3528 3528 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Staphylococcus ¢ Staphylococcus ¢ 3280 3280 100%

o

Per. ident

Per. ident

Per. ident

99.84

99.9
99.9

99.9
99.84
99.84

99.9
99.9
97.5

2998480

Acc. Len
2987124
2988028

Acc. Len
2980212
2978977
2980548

Acc. Len
2976370
2978718
2976881

CP012013.1

Accession
CP012015.1
CP012018.1

Accession
LR027869.1
CP029198.1
CP005288.1

Accession
CP012012.1
CP113009.1
CP130549.1


https://www.ncbi.nlm.nih.gov/nucleotide/CP012013.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTNU3NMR114
https://www.ncbi.nlm.nih.gov/nucleotide/CP012015.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTNUZ96U114
https://www.ncbi.nlm.nih.gov/nucleotide/CP012018.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTNUZ96U114
https://www.ncbi.nlm.nih.gov/nucleotide/LR027869.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTNW1RUS114
https://www.ncbi.nlm.nih.gov/nucleotide/CP029198.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTNW1RUS114
https://www.ncbi.nlm.nih.gov/nucleotide/CP005288.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTNW1RUS114
https://www.ncbi.nlm.nih.gov/nucleotide/CP012012.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTNX5H60114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113009.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTNX5H60114
https://www.ncbi.nlm.nih.gov/nucleotide/CP130549.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTNX5H60114

Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%
Staphylococcus ¢ Staphylococcus « 2837 2837 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus « 3535 3535 100%
Staphylococcus ¢ Staphylococcus ¢ 3535 3535 100%

Staphylococcus ¢ Staphylococcus ¢ 3280 3280 100%

Per. ident

Per. ident

Per. ident

99.9

99.9
99.9
93.33

99.9
99.9
97.5

Acc. Len Accession
2969706 CP058312.1

Acc. Len Accession
2964112 CP041010.1
2964115 CP064389.1
2963657 CP029653.1

Acc. Len Accession
2963184 CP094853.1
2963259 AP019305.1
2963149 AP019543.1


https://www.ncbi.nlm.nih.gov/nucleotide/CP058312.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTNY1SJK114
https://www.ncbi.nlm.nih.gov/nucleotide/CP041010.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTNYYXKU114
https://www.ncbi.nlm.nih.gov/nucleotide/CP064389.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTNYYXKU114
https://www.ncbi.nlm.nih.gov/nucleotide/CP029653.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTNYYXKU114
https://www.ncbi.nlm.nih.gov/nucleotide/CP094853.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTNZZCCU114
https://www.ncbi.nlm.nih.gov/nucleotide/AP019305.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTNZZCCU114
https://www.ncbi.nlm.nih.gov/nucleotide/AP019543.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTNZZCCU114

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession

Staphylococcus ¢ Staphylococcus 3535 3535 100% 0 99.9 2958212 CP029685.1
Staphylococcus ¢ Staphylococcus ¢ 3280 3280 100% 0 97.5 2959092 LT992462.1
Staphylococcus ¢ Staphylococcus 3280 3280 100% 0 97.5 2961166 AP019545.1
Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession

Staphylococcus ¢ Staphylococcus 3530 3530 100% 0 99.84 2955646 CP007499.1

Staphylococcus ¢ Staphylococcus ¢ 3530 3530 100% 0 99.84 2955890 CP026072.1


https://www.ncbi.nlm.nih.gov/nucleotide/CP029685.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTP0YJ44114
https://www.ncbi.nlm.nih.gov/nucleotide/LT992462.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTP0YJ44114
https://www.ncbi.nlm.nih.gov/nucleotide/AP019545.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTP0YJ44114
https://www.ncbi.nlm.nih.gov/nucleotide/CP007499.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTP1X7PR114
https://www.ncbi.nlm.nih.gov/nucleotide/CP026072.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTP1X7PR114

