CP002120.1
CP002120.1
CP002120.1

CP002120.1
CP002120.1
CP002120.1

CP002120.1
CP002120.1

CP002120.1
CP002120.1
CP002120.1

CP002120.1
CP002120.1

CP002120.1
CP002120.1
CP002120.1

CP002120.1

CP002120.1
CP002120.1
CP002120.1

CP002120.1
CP002120.1
CP002120.1

CP002120.1

AP019543.1
AP019305.1
CP094853.1

CP030138.1
LR027878.1
AP019306.1

CP029685.1
AP019545.1

LR027869.1
CP029198.1
CP005288.1

CP012015.1
CP012018.1

CP013957.1
CP127019.1
CP018629.1

LR134351.1

CP113018.1
CP027788.1
CP015447.2

CP029653.1
CP041010.1
CP064389.1

LR027874.1

99.863
99.863
99.761

99.863
99.863
99.863

99.863
99.863

100
99.863
99.727

99.045
99.863

99.863
99.863
99.863

99.863

99.863
99.863
99.727

99.863
99.863
99.863

100

732
732
419

732
732
732

732
732

732
732
732

733
732

732
732
732

732

732
732
732

732
732
732

732

897649
897649
897962

897649
897649
897649

897649
897649

897649
897649
897649

897649
897649

897649
897649
897649

897649

897649
897649
897649

897649
897649
897649

897649

898380
898380
898380

898380
898380
898380

898380
898380

898380
898380
898380

898380
898380

898380
898380
898380

898380

898380
898380
898380

898380
898380
898380

898380

1760296
330090
2829686

1743479
1785315
329024

1822265
1766305

913674
1849384
1839343

1842229
1841492

1779126
88245
51435

1466313

296867
1780428
49538

1853033
1397037
1118125

1738397

1759565
329359
2829268

1742748
1784584
328293

1821534
1765574

914405
1848653
1838612

1841499
1840761

1778395
87514
50704

1465582

297598
1779697
50269

1852302
1396306
1118856

1737666

1347
1347
769

1347
1347
1347

1347
1347

1352
1347
1341

1312
1347

1347
1347
1347

1347

1347
1347
1341

1347
1347
1347

1352



CP002120.1
CP002120.1

CP002120.1
CP002120.1
CP002120.1

CP002120.1
CP002120.1
CP002120.1

CP002120.1
CP002120.1
CP002120.1

CP002120.1
CP002120.1
CP002120.1

CP002120.1

CP012013.1
CP113005.1

CP012012.1
CP113009.1
CP130549.1

CP113007.1
CP113032.1
CP094855.1

CP009681.1
CP012011.1
CP127021.1

CP127024 1
CP113015.1
LR130515.1

LR822061.1

99.863
99.863

99.863
99.863
99.727

99.863
99.863
99.761

99.863
99.863
99.863

99.863
99.863
99.863

99.727

732
732

732
732
732

732
732
419

732
732
732

732
732
732

732

897649
897649

897649
897649
897649

897649
897649
897962

897649
897649
897649

897649
897649
897649

897649

898380
898380

898380
898380
898380

898380
898380
898380

898380
898380
898380

898380
898380
898380

898380

1848516
2483191

48996
1398366
59289

1584234
2992046
2877971

48799
48808
63459

1826087
2440576
1782404

1128686

1847785
2483922

49727
1397635
60020

1584965
2992777
2877553

49530
49539
64190

1825356
2439845
1781673

1127955

1347
1347

1347
1347
1341

1347
1347
769

1347
1347
1347

1347
1347
1347

1341



Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 1347 2694 100%
Staphylococcus ¢ Staphylococcus ¢ 1347 2694 100%
Staphylococcus ¢ Staphylococcus ¢ 1347 2694 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 1347 1347 100%
Staphylococcus ¢ Staphylococcus ¢ 1347 2694 100%
Staphylococcus ¢ Staphylococcus ¢ 1347 2694 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 1347 2694 100%
Staphylococcus ¢ Staphylococcus ¢ 1347 2694 100%
Staphylococcus ¢ Staphylococcus ¢ 1347 2694 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 1347 2689 100%

o

o

o

Per. ident

Per. ident

Per. ident

Per. ident

99.86
99.86
99.86

99.86
99.86
99.86

99.86
99.86
99.86

99.86

Acc. Len
3085555
3093943
3095697

Acc. Len
3050015
3051056
3066291

Acc. Len
3048293
3048932
3049602

Acc. Len
3046210

Accession

CP013957.1
CP127019.1
CP018629.1

Accession
CP030138.1
LR027878.1
AP019306.1

Accession

CP127024.1
CP113015.1
LR130515.1

Accession
CP009681.1


https://www.ncbi.nlm.nih.gov/nucleotide/CP013957.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTR77DV8114
https://www.ncbi.nlm.nih.gov/nucleotide/CP127019.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTR77DV8114
https://www.ncbi.nlm.nih.gov/nucleotide/CP018629.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTR77DV8114
https://www.ncbi.nlm.nih.gov/nucleotide/CP030138.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTR8G06E114
https://www.ncbi.nlm.nih.gov/nucleotide/LR027878.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTR8G06E114
https://www.ncbi.nlm.nih.gov/nucleotide/AP019306.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTR8G06E114
https://www.ncbi.nlm.nih.gov/nucleotide/CP127024.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTR9RFN1114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113015.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTR9RFN1114
https://www.ncbi.nlm.nih.gov/nucleotide/LR130515.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTR9RFN1114
https://www.ncbi.nlm.nih.gov/nucleotide/CP009681.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTRAVZMY114

Staphylococcus ¢ Staphylococcus « 1347 2694 100%
Staphylococcus ¢ Staphylococcus ¢ 1347 2694 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 1347 2694 100%
Staphylococcus ¢ Staphylococcus ¢ 1347 2694 100%
Staphylococcus ¢ Staphylococcus ¢ 1341 2683 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 1347 2694 100%
Staphylococcus ¢ Staphylococcus ¢ 1347 2694 100%
Staphylococcus ¢ Staphylococcus ¢ 1341 2705 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 1352 4058 100%
Staphylococcus ¢ Staphylococcus ¢ 1347 2694 100%

o

o

99.86 3046545 CP012011.1
99.86 3046963 CP127021.1
Per. ident Acc. Len Accession
99.86 3043269 CP113018.1
99.86 3044721 CP027788.1
99.73 3038845 CP015447.2
Per. ident Acc. Len Accession
99.86 3019690 CP113007.1
99.86 3022586 CP113032.1
99.73 3011345 CP094855.1
Per. ident Acc. Len Accession
100 2999728 LR027874.1
99.86 2998480 CP012013.1


https://www.ncbi.nlm.nih.gov/nucleotide/CP012011.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTRAVZMY114
https://www.ncbi.nlm.nih.gov/nucleotide/CP127021.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTRAVZMY114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113018.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTRBZYEY114
https://www.ncbi.nlm.nih.gov/nucleotide/CP027788.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTRBZYEY114
https://www.ncbi.nlm.nih.gov/nucleotide/CP015447.2?report=genbank&log$=nucltop&blast_rank=3&RID=GTRBZYEY114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113007.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTRD4R9G114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113032.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTRD4R9G114
https://www.ncbi.nlm.nih.gov/nucleotide/CP094855.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTRD4R9G114
https://www.ncbi.nlm.nih.gov/nucleotide/LR027874.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTRE44KK114
https://www.ncbi.nlm.nih.gov/nucleotide/CP012013.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTRE44KK114

Staphylococcus ¢ Staphylococcus « 1347 2694 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus « 1347 2659 100%
Staphylococcus ¢ Staphylococcus ¢ 1347 2694 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 1352 2705 100%
Staphylococcus ¢ Staphylococcus ¢ 1347 2694 100%
Staphylococcus ¢ Staphylococcus ¢ 1347 2689 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 1347 2663 100%
Staphylococcus ¢ Staphylococcus ¢ 1347 2694 100%
Staphylococcus ¢ Staphylococcus ¢ 1341 2683 100%

o

o

Per. ident

Per. ident

Per. ident

99.86

99.86
99.86

100
99.86
99.86

99.86
99.86
99.73

3009874

Acc. Len
2987124
2988028

Acc. Len
2980212
2978977
2980548

Acc. Len
2976370
2978718
2976881

CP113005.1

Accession
CP012015.1
CP012018.1

Accession
LR027869.1
CP029198.1
CP005288.1

Accession
CP012012.1
CP113009.1
CP130549.1


https://www.ncbi.nlm.nih.gov/nucleotide/CP113005.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTRE44KK114
https://www.ncbi.nlm.nih.gov/nucleotide/CP012015.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTRF5FS7114
https://www.ncbi.nlm.nih.gov/nucleotide/CP012018.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTRF5FS7114
https://www.ncbi.nlm.nih.gov/nucleotide/LR027869.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTRGWAJD114
https://www.ncbi.nlm.nih.gov/nucleotide/CP029198.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTRGWAJD114
https://www.ncbi.nlm.nih.gov/nucleotide/CP005288.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTRGWAJD114
https://www.ncbi.nlm.nih.gov/nucleotide/CP012012.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTRJCS85114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113009.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTRJCS85114
https://www.ncbi.nlm.nih.gov/nucleotide/CP130549.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTRJCS85114

Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 1341 2683 100%
Staphylococcus ¢ Staphylococcus ¢ 1341 2683 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 1347 1347 100%
Staphylococcus ¢ Staphylococcus « 1347 1347 100%
Staphylococcus ¢ Staphylococcus ¢ 1347 1347 100%
Description Scientific Name Max Score Total Score Query Cover E value
Staphylococcus ¢ Staphylococcus ¢ 1347 2694 100%
Staphylococcus ¢ Staphylococcus ¢ 1347 1347 100%
Staphylococcus ¢ Staphylococcus ¢ 1341 2705 100%

o

o

Per. ident

Per. ident

Per. ident

99.73
99.73

99.86
99.86
99.86

99.86
99.86
99.73

Acc. Len
2971047
2972382

Acc. Len
2963657
2964112
2964115

Acc. Len
2963149
2963259
2963184

Accession
LR822060.1
LR822061.1

Accession

CP029653.1
CP041010.1
CP064389.1

Accession

AP019543.1
AP019305.1
CP094853.1


https://www.ncbi.nlm.nih.gov/nucleotide/LR822060.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTRKBT5N114
https://www.ncbi.nlm.nih.gov/nucleotide/LR822061.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTRKBT5N114
https://www.ncbi.nlm.nih.gov/nucleotide/CP029653.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTRN0U1U114
https://www.ncbi.nlm.nih.gov/nucleotide/CP041010.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTRN0U1U114
https://www.ncbi.nlm.nih.gov/nucleotide/CP064389.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTRN0U1U114
https://www.ncbi.nlm.nih.gov/nucleotide/AP019543.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTRNVD6W114
https://www.ncbi.nlm.nih.gov/nucleotide/AP019305.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTRNVD6W114
https://www.ncbi.nlm.nih.gov/nucleotide/CP094853.1?report=genbank&log$=nucltop&blast_rank=3&RID=GTRNVD6W114

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession

Staphylococcus ¢ Staphylococcus ¢ 1347 4377 100% 0 99.86 2958212 CP029685.1
Staphylococcus ¢ Staphylococcus 1347 2694 100% 0 99.86 2961166 AP019545.1
Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession

Staphylococcus ¢ Staphylococcus 1347 2694 100% 0 99.86 2955381 LR134351.1


https://www.ncbi.nlm.nih.gov/nucleotide/CP029685.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTRPZ12N114
https://www.ncbi.nlm.nih.gov/nucleotide/AP019545.1?report=genbank&log$=nucltop&blast_rank=2&RID=GTRPZ12N114
https://www.ncbi.nlm.nih.gov/nucleotide/LR134351.1?report=genbank&log$=nucltop&blast_rank=1&RID=GTRS0270114

