
MW682923.1 AP019543.1 100 2007 0 0 1 2007 47913 45907 0 3707
MW682923.1 CP094853.1 99.95 2007 1 0 1 2007 41306 39300 0 3701

MW682923.1 AP019306.1 100 2007 0 0 1 2007 1289434 1291440 0 3707
MW682923.1 CP030138.1 99.95 2007 1 0 1 2007 40690 38684 0 3701
MW682923.1 LR027878.1 99.851 2007 3 0 1 2007 59321 61327 0 3690

MW682923.1 AP019545.1 100 2007 0 0 1 2007 47913 45907 0 3707
MW682923.1 LT992462.1 99.95 2007 1 0 1 2007 2615261 2613255 0 3701
MW682923.1 CP029685.1 99.851 2007 3 0 1 2007 59836 61842 0 3690

MW682923.1 CP029198.1 100 2007 0 0 1 2007 64855 62849 0 3707
MW682923.1 LR027869.1 99.95 2007 1 0 1 2007 47186 45180 0 3701
MW682923.1 CP005288.1 99.851 2007 3 0 1 2007 70951 68945 0 3690

MW682923.1 CP121204.1 99.95 2007 1 0 1 2007 48914 46908 0 3701
MW682923.1 CP012015.1 99.851 2007 3 0 1 2007 70940 68934 0 3690
MW682923.1 CP012018.1 99.851 2007 3 0 1 2007 70936 68930 0 3690

MW682923.1 CP013957.1 99.851 2007 3 0 1 2007 77150 75144 0 3690
MW682923.1 CP018629.1 99.851 2007 3 0 1 2007 23823 25829 0 3690
MW682923.1 CP127019.1 99.851 2007 2 1 1 2007 73757 75762 0 3688

MW682923.1 CP026072.1 100 2007 0 0 1 2007 1602585 1604591 0 3707
MW682923.1 CP007499.1 99.95 2007 1 0 1 2007 43087 41081 0 3701

MW682923.1 CP015447.2 99.9 2007 2 0 1 2007 78813 76807 0 3696
MW682923.1 CP027788.1 99.851 2007 3 0 1 2007 78991 76985 0 3690
MW682923.1 CP113018.1 99.801 2007 4 0 1 2007 319227 317221 0 3685

MW682923.1 CP041010.1 100 2007 0 0 1 2007 2578220 2576214 0 3707
MW682923.1 CP064389.1 100 2007 0 0 1 2007 2901056 2903062 0 3707
MW682923.1 CP029653.1 99.95 2007 1 0 1 2007 48918 46912 0 3701



MW682923.1 LR027874.1 99.9 2007 2 0 1 2007 76987 74981 0 3696
MW682923.1 CP012013.1 99.851 2007 3 0 1 2007 70937 68931 0 3690
MW682923.1 CP113005.1 99.801 2007 4 0 1 2007 2508166 2506160 0 3685

MW682923.1 CP012012.1 99.851 2007 3 0 1 2007 71152 69146 0 3690
MW682923.1 CP113009.1 99.801 2007 4 0 1 2007 2677590 2675584 0 3685

MW682923.1 CP094855.1 99.95 2007 1 0 1 2007 41504 39498 0 3701
MW682923.1 CP113007.1 99.801 2007 4 0 1 2007 307162 309168 0 3685
MW682923.1 CP113032.1 99.801 2007 4 0 1 2007 3014322 3012316 0 3685

MW682923.1 CP127021.1 99.9 2007 2 0 1 2007 77947 75941 0 3696
MW682923.1 CP009681.1 99.851 2007 3 0 1 2007 72247 70241 0 3690
MW682923.1 CP012011.1 99.851 2007 3 0 1 2007 72296 70290 0 3690

MW682923.1 CP127024.1 99.9 2007 2 0 1 2007 77947 75941 0 3696
MW682923.1 LR130515.1 99.851 2007 3 0 1 2007 79818 77812 0 3690
MW682923.1 CP113015.1 99.801 2007 4 0 1 2007 699367 697361 0 3685

MW682923.1 CP058312.1 99.9 2007 2 0 1 2007 92136 90130 0 3696
MW682923.1 LR822060.1 99.9 2007 2 0 1 2007 2110837 2112843 0 3696
MW682923.1 LR822061.1 99.9 2007 2 0 1 2007 2112172 2114178 0 3696



Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain V521 chromosome, complete genomeStaphylococcus aureus 3690 3690 100% 0 99.85 3085555 CP013957.1
Staphylococcus aureus strain MRSA107 chromosome, complete genomeStaphylococcus aureus 3690 3690 100% 0 99.85 3095697 CP018629.1
Staphylococcus aureus strain CC239-MRSA-III(var.) isolate Trinidad&Tobago_2020-009_371M chromosome, complete genomeStaphylococcus aureus 3688 3688 100% 0 99.85 3093943 CP127019.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus TUM9463 DNA, complete genomeStaphylococcus aureus 3707 3707 100% 0 100 3066291 AP019306.1
Staphylococcus aureus strain M48 chromosome, complete genomeStaphylococcus aureus 3701 3701 100% 0 99.95 3050015 CP030138.1
Staphylococcus aureus strain BPH2003 genome assembly, chromosome: 1Staphylococcus aureus 3690 3690 100% 0 99.85 3051056 LR027878.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain CC239-MRSA-III(var.) isolate Trinidad&Tobago_2020-048_8421A chromosome, complete genomeStaphylococcus aureus 3696 3696 100% 0 99.9 3048293 CP127024.1
Staphylococcus aureus strain BPH2947 genome assembly, chromosome: 1Staphylococcus aureus 3690 3690 100% 0 99.85 3049602 LR130515.1
Staphylococcus aureus strain Zed chromosome, complete genomeStaphylococcus aureus 3685 3685 100% 0 99.8 3048932 CP113015.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain CC239-MRSA-III(var.) isolate Trinidad&Tobago_2020-021_7037M chromosome, complete genomeStaphylococcus aureus 3696 3696 100% 0 99.9 3046963 CP127021.1

https://www.ncbi.nlm.nih.gov/nucleotide/CP013957.1?report=genbank&log$=nucltop&blast_rank=1&RID=GT09DNSH114
https://www.ncbi.nlm.nih.gov/nucleotide/CP018629.1?report=genbank&log$=nucltop&blast_rank=2&RID=GT09DNSH114
https://www.ncbi.nlm.nih.gov/nucleotide/CP127019.1?report=genbank&log$=nucltop&blast_rank=3&RID=GT09DNSH114
https://www.ncbi.nlm.nih.gov/nucleotide/AP019306.1?report=genbank&log$=nucltop&blast_rank=1&RID=GT0J7EBM114
https://www.ncbi.nlm.nih.gov/nucleotide/CP030138.1?report=genbank&log$=nucltop&blast_rank=2&RID=GT0J7EBM114
https://www.ncbi.nlm.nih.gov/nucleotide/LR027878.1?report=genbank&log$=nucltop&blast_rank=3&RID=GT0J7EBM114
https://www.ncbi.nlm.nih.gov/nucleotide/CP127024.1?report=genbank&log$=nucltop&blast_rank=1&RID=GT0JM5KE114
https://www.ncbi.nlm.nih.gov/nucleotide/LR130515.1?report=genbank&log$=nucltop&blast_rank=2&RID=GT0JM5KE114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113015.1?report=genbank&log$=nucltop&blast_rank=3&RID=GT0JM5KE114
https://www.ncbi.nlm.nih.gov/nucleotide/CP127021.1?report=genbank&log$=nucltop&blast_rank=1&RID=GT14EP3F114


Staphylococcus aureus subsp. aureus strain Gv69, complete genomeStaphylococcus aureus 3690 3690 100% 0 99.85 3046210 CP009681.1
Staphylococcus aureus strain HC1340 chromosome, complete genomeStaphylococcus aureus 3690 3690 100% 0 99.85 3046545 CP012011.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain M92 chromosome, complete genomeStaphylococcus aureus 3696 3696 100% 0 99.9 3038845 CP015447.2
Staphylococcus aureus strain CMRSA-6 chromosome, complete genomeStaphylococcus aureus 3690 3690 100% 0 99.85 3044721 CP027788.1
Staphylococcus aureus strain Taliyah chromosome, complete genomeStaphylococcus aureus 3685 3685 100% 0 99.8 3043269 CP113018.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain NY2491 chromosome, complete genomeStaphylococcus aureus 3701 3701 100% 0 99.95 3011345 CP094855.1
Staphylococcus aureus strain Ryze chromosome, complete genomeStaphylococcus aureus 3685 3685 100% 0 99.8 3019690 CP113007.1
Staphylococcus aureus strain Akali chromosome, complete genomeStaphylococcus aureus 3685 3685 100% 0 99.8 3022586 CP113032.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain BPH2056 genome assembly, chromosome: 1Staphylococcus aureus 3696 3696 100% 0 99.9 2999728 LR027874.1
Staphylococcus aureus strain Be62 chromosome, complete genomeStaphylococcus aureus 3690 3690 100% 0 99.85 2998480 CP012013.1

https://www.ncbi.nlm.nih.gov/nucleotide/CP009681.1?report=genbank&log$=nucltop&blast_rank=2&RID=GT14EP3F114
https://www.ncbi.nlm.nih.gov/nucleotide/CP012011.1?report=genbank&log$=nucltop&blast_rank=3&RID=GT14EP3F114
https://www.ncbi.nlm.nih.gov/nucleotide/CP015447.2?report=genbank&log$=nucltop&blast_rank=1&RID=GT14XTE6114
https://www.ncbi.nlm.nih.gov/nucleotide/CP027788.1?report=genbank&log$=nucltop&blast_rank=2&RID=GT14XTE6114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113018.1?report=genbank&log$=nucltop&blast_rank=3&RID=GT14XTE6114
https://www.ncbi.nlm.nih.gov/nucleotide/CP094855.1?report=genbank&log$=nucltop&blast_rank=1&RID=GT15GETT114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113007.1?report=genbank&log$=nucltop&blast_rank=2&RID=GT15GETT114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113032.1?report=genbank&log$=nucltop&blast_rank=3&RID=GT15GETT114
https://www.ncbi.nlm.nih.gov/nucleotide/LR027874.1?report=genbank&log$=nucltop&blast_rank=1&RID=GT163BDW114
https://www.ncbi.nlm.nih.gov/nucleotide/CP012013.1?report=genbank&log$=nucltop&blast_rank=2&RID=GT163BDW114


Staphylococcus aureus strain Galio chromosome, complete genomeStaphylococcus aureus 3685 3685 100% 0 99.8 3009874 CP113005.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain SA0907 chromosome, complete genomeStaphylococcus aureus 3701 3701 100% 0 99.95 2981436 CP121204.1
Staphylococcus aureus strain Gv51 chromosome, complete genomeStaphylococcus aureus 3690 3690 100% 0 99.85 2987124 CP012015.1
Staphylococcus aureus strain Gv88 chromosome, complete genomeStaphylococcus aureus 3690 3690 100% 0 99.85 2988028 CP012018.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain aureus chromosome, complete genomeStaphylococcus aureus 3707 3707 100% 0 100 2978977 CP029198.1
Staphylococcus aureus isolate BPH2869 genome assembly, chromosome: 1Staphylococcus aureus 3701 3701 100% 0 99.95 2980212 LR027869.1
Staphylococcus aureus strain Bmb9393 chromosome, complete genomeStaphylococcus aureus 3690 3690 100% 0 99.85 2980548 CP005288.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain HC1335 chromosome, complete genomeStaphylococcus aureus 3690 3690 100% 0 99.85 2976370 CP012012.1
Staphylococcus aureus strain Orianna chromosome, complete genomeStaphylococcus aureus 3685 3685 100% 0 99.8 2978718 CP113009.1

https://www.ncbi.nlm.nih.gov/nucleotide/CP113005.1?report=genbank&log$=nucltop&blast_rank=3&RID=GT163BDW114
https://www.ncbi.nlm.nih.gov/nucleotide/CP121204.1?report=genbank&log$=nucltop&blast_rank=1&RID=GT16J2S7114
https://www.ncbi.nlm.nih.gov/nucleotide/CP012015.1?report=genbank&log$=nucltop&blast_rank=2&RID=GT16J2S7114
https://www.ncbi.nlm.nih.gov/nucleotide/CP012018.1?report=genbank&log$=nucltop&blast_rank=3&RID=GT16J2S7114
https://www.ncbi.nlm.nih.gov/nucleotide/CP029198.1?report=genbank&log$=nucltop&blast_rank=1&RID=GT171JFX114
https://www.ncbi.nlm.nih.gov/nucleotide/LR027869.1?report=genbank&log$=nucltop&blast_rank=2&RID=GT171JFX114
https://www.ncbi.nlm.nih.gov/nucleotide/CP005288.1?report=genbank&log$=nucltop&blast_rank=3&RID=GT171JFX114
https://www.ncbi.nlm.nih.gov/nucleotide/CP012012.1?report=genbank&log$=nucltop&blast_rank=1&RID=GT17H4TE114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113009.1?report=genbank&log$=nucltop&blast_rank=2&RID=GT17H4TE114


Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain BLR-DV chromosome, complete genomeStaphylococcus aureus 3696 3696 100% 0 99.9 2969706 CP058312.1
Staphylococcus aureus isolate P3.1 genome assembly, chromosome: 1Staphylococcus aureus 3696 3696 100% 0 99.9 2971047 LR822060.1
Staphylococcus aureus isolate HU-14 genome assembly, chromosome: 1Staphylococcus aureus 3696 3696 100% 0 99.9 2972382 LR822061.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain FDAARGOS_766 chromosome, complete genomeStaphylococcus aureus 3707 3707 100% 0 100 2964112 CP041010.1
Staphylococcus aureus strain PartE-Saureus-RM8376 chromosome, complete genomeStaphylococcus aureus 3707 3707 100% 0 100 2964115 CP064389.1
Staphylococcus aureus strain AR_0470 chromosome, complete genomeStaphylococcus aureus 3701 3701 100% 0 99.95 2963657 CP029653.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus KG-18 DNA, complete genomeStaphylococcus aureus 3707 3707 100% 0 100 2963149 AP019543.1
Staphylococcus aureus strain NY2010 chromosome, complete genomeStaphylococcus aureus 3701 3701 100% 0 99.95 2963184 CP094853.1

https://www.ncbi.nlm.nih.gov/nucleotide/CP058312.1?report=genbank&log$=nucltop&blast_rank=1&RID=GT17Y62Y114
https://www.ncbi.nlm.nih.gov/nucleotide/LR822060.1?report=genbank&log$=nucltop&blast_rank=2&RID=GT17Y62Y114
https://www.ncbi.nlm.nih.gov/nucleotide/LR822061.1?report=genbank&log$=nucltop&blast_rank=3&RID=GT17Y62Y114
https://www.ncbi.nlm.nih.gov/nucleotide/CP041010.1?report=genbank&log$=nucltop&blast_rank=1&RID=GT18HR8Z114
https://www.ncbi.nlm.nih.gov/nucleotide/CP064389.1?report=genbank&log$=nucltop&blast_rank=2&RID=GT18HR8Z114
https://www.ncbi.nlm.nih.gov/nucleotide/CP029653.1?report=genbank&log$=nucltop&blast_rank=3&RID=GT18HR8Z114
https://www.ncbi.nlm.nih.gov/nucleotide/AP019543.1?report=genbank&log$=nucltop&blast_rank=1&RID=GT18YX3J114
https://www.ncbi.nlm.nih.gov/nucleotide/CP094853.1?report=genbank&log$=nucltop&blast_rank=2&RID=GT18YX3J114


Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus KG-22 DNA, complete genomeStaphylococcus aureus 3707 3707 100% 0 100 2961166 AP019545.1
Staphylococcus aureus isolate 5_3949 genome assembly, chromosome: IStaphylococcus aureus 3701 3701 100% 0 99.95 2959092 LT992462.1
Staphylococcus aureus strain CMRSA-3 chromosome, complete genomeStaphylococcus aureus 3690 3690 100% 0 99.85 2958212 CP029685.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain NRS120 chromosome, complete genomeStaphylococcus aureus 3707 3707 100% 0 100 2955890 CP026072.1
Staphylococcus aureus strain 2395 USA500, complete genomeStaphylococcus aureus 3701 3701 100% 0 99.95 2955646 CP007499.1

https://www.ncbi.nlm.nih.gov/nucleotide/AP019545.1?report=genbank&log$=nucltop&blast_rank=1&RID=GT19F0E8114
https://www.ncbi.nlm.nih.gov/nucleotide/LT992462.1?report=genbank&log$=nucltop&blast_rank=2&RID=GT19F0E8114
https://www.ncbi.nlm.nih.gov/nucleotide/CP029685.1?report=genbank&log$=nucltop&blast_rank=3&RID=GT19F0E8114
https://www.ncbi.nlm.nih.gov/nucleotide/CP026072.1?report=genbank&log$=nucltop&blast_rank=1&RID=GT19XZ5X114
https://www.ncbi.nlm.nih.gov/nucleotide/CP007499.1?report=genbank&log$=nucltop&blast_rank=2&RID=GT19XZ5X114

