
CP003194.1 CP030138.1 100 795 0 0 67050 67844 2222885 2222091 0 1469
CP003194.1 LR027878.1 100 795 0 0 67050 67844 2221345 2220551 0 1469

CP003194.1 CP005288.1 100 795 0 0 67050 67844 407968 407174 0 1469

CP003194.1 CP012015.1 100 795 0 0 67050 67844 407840 408634 0 1469
CP003194.1 CP012018.1 100 795 0 0 67050 67844 407833 408627 0 1469

CP003194.1 CP013957.1 100 795 0 0 67050 67844 2257483 2256689 0 1469
CP003194.1 CP127019.1 100 795 0 0 67050 67844 2264596 2263802 0 1469
CP003194.1 CP018629.1 100 795 0 0 67050 67844 2230276 2229482 0 1469

CP003194.1 CP015447.2 100 795 0 0 67050 67844 2211678 2210884 0 1469
CP003194.1 CP113018.1 100 795 0 0 67050 67844 1172218 1173012 0 1469
CP003194.1 CP027788.1 100 795 0 0 67050 67844 2216518 2215724 0 1469

CP003194.1 CP012013.1 100 795 0 0 67050 67844 408882 409676 0 1469
CP003194.1 LR027874.1 100 795 0 0 67050 67844 2172446 2171652 0 1469
CP003194.1 CP113005.1 100 795 0 0 67050 67844 1660076 1659282 0 1469

CP003194.1 CP012012.1 100 795 0 0 67050 67844 408043 408837 0 1469
CP003194.1 CP113009.1 100 795 0 0 67050 67844 1831419 1830625 0 1469

CP003194.1 CP113007.1 100 795 0 0 67050 67844 1151185 1151979 0 1469
CP003194.1 CP113032.1 100 795 0 0 67050 67844 2169791 2168997 0 1469

CP003194.1 CP009681.1 100 795 0 0 67050 67844 2193720 2192926 0 1469
CP003194.1 CP012011.1 100 795 0 0 67050 67844 453883 454677 0 1469
CP003194.1 CP127021.1 100 795 0 0 67050 67844 2216236 2215442 0 1469

CP003194.1 CP127024.1 100 795 0 0 67050 67844 2219019 2218225 0 1469
CP003194.1 CP113015.1 100 795 0 0 67050 67844 2873629 2872835 0 1469
CP003194.1 LR130515.1 100 795 0 0 67050 67844 2220086 2219292 0 1469



CP003194.1 CP058312.1 100 795 0 0 67050 67844 48437 49231 0 1469
CP003194.1 LR822060.1 100 795 0 0 67050 67844 2305658 2306452 0 1469
CP003194.1 LR822061.1 100 795 0 0 67050 67844 2306993 2307787 0 1469



Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain V521 chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 3085555 CP013957.1
Staphylococcus aureus strain CC239-MRSA-III(var.) isolate Trinidad&Tobago_2020-009_371M chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 3093943 CP127019.1
Staphylococcus aureus strain MRSA107 chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 3095697 CP018629.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain M48 chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 3050015 CP030138.1
Staphylococcus aureus strain BPH2003 genome assembly, chromosome: 1Staphylococcus aureus 1469 1469 100% 0 100 3051056 LR027878.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain CC239-MRSA-III(var.) isolate Trinidad&Tobago_2020-048_8421A chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 3048293 CP127024.1
Staphylococcus aureus strain Zed chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 3048932 CP113015.1
Staphylococcus aureus strain BPH2947 genome assembly, chromosome: 1Staphylococcus aureus 1469 1469 100% 0 100 3049602 LR130515.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus subsp. aureus strain Gv69, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 3046210 CP009681.1
Staphylococcus aureus strain HC1340 chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 3046545 CP012011.1

https://www.ncbi.nlm.nih.gov/nucleotide/CP013957.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU6MX0R8114
https://www.ncbi.nlm.nih.gov/nucleotide/CP127019.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU6MX0R8114
https://www.ncbi.nlm.nih.gov/nucleotide/CP018629.1?report=genbank&log$=nucltop&blast_rank=3&RID=GU6MX0R8114
https://www.ncbi.nlm.nih.gov/nucleotide/CP030138.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU6VW28H114
https://www.ncbi.nlm.nih.gov/nucleotide/LR027878.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU6VW28H114
https://www.ncbi.nlm.nih.gov/nucleotide/CP127024.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU6ZRY50114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113015.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU6ZRY50114
https://www.ncbi.nlm.nih.gov/nucleotide/LR130515.1?report=genbank&log$=nucltop&blast_rank=3&RID=GU6ZRY50114
https://www.ncbi.nlm.nih.gov/nucleotide/CP009681.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU717PH1114
https://www.ncbi.nlm.nih.gov/nucleotide/CP012011.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU717PH1114


Staphylococcus aureus strain CC239-MRSA-III(var.) isolate Trinidad&Tobago_2020-021_7037M chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 3046963 CP127021.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain M92 chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 3038845 CP015447.2
Staphylococcus aureus strain Taliyah chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 3043269 CP113018.1
Staphylococcus aureus strain CMRSA-6 chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 3044721 CP027788.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain Ryze chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 3019690 CP113007.1
Staphylococcus aureus strain Akali chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 3022586 CP113032.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain Be62 chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 2998480 CP012013.1
Staphylococcus aureus strain BPH2056 genome assembly, chromosome: 1Staphylococcus aureus 1469 1469 100% 0 100 2999728 LR027874.1
Staphylococcus aureus strain Galio chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 3009874 CP113005.1

https://www.ncbi.nlm.nih.gov/nucleotide/CP127021.1?report=genbank&log$=nucltop&blast_rank=3&RID=GU717PH1114
https://www.ncbi.nlm.nih.gov/nucleotide/CP015447.2?report=genbank&log$=nucltop&blast_rank=1&RID=GU731G1A114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113018.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU731G1A114
https://www.ncbi.nlm.nih.gov/nucleotide/CP027788.1?report=genbank&log$=nucltop&blast_rank=3&RID=GU731G1A114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113007.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU7512XB11N
https://www.ncbi.nlm.nih.gov/nucleotide/CP113032.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU7512XB11N
https://www.ncbi.nlm.nih.gov/nucleotide/CP012013.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU77ZFUE11N
https://www.ncbi.nlm.nih.gov/nucleotide/LR027874.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU77ZFUE11N
https://www.ncbi.nlm.nih.gov/nucleotide/CP113005.1?report=genbank&log$=nucltop&blast_rank=3&RID=GU77ZFUE11N


Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain Gv51 chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 2987124 CP012015.1
Staphylococcus aureus strain Gv88 chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 2988028 CP012018.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain Bmb9393 chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 2980548 CP005288.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain HC1335 chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 2976370 CP012012.1
Staphylococcus aureus strain Orianna chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 2978718 CP113009.1

https://www.ncbi.nlm.nih.gov/nucleotide/CP012015.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU7AC8B911N
https://www.ncbi.nlm.nih.gov/nucleotide/CP012018.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU7AC8B911N
https://www.ncbi.nlm.nih.gov/nucleotide/CP005288.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU7CECN811N
https://www.ncbi.nlm.nih.gov/nucleotide/CP012012.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU7DVJZC11N
https://www.ncbi.nlm.nih.gov/nucleotide/CP113009.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU7DVJZC11N


Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain BLR-DV chromosome, complete genomeStaphylococcus aureus 1469 1469 100% 0 100 2969706 CP058312.1
Staphylococcus aureus isolate P3.1 genome assembly, chromosome: 1Staphylococcus aureus 1469 1469 100% 0 100 2971047 LR822060.1
Staphylococcus aureus isolate HU-14 genome assembly, chromosome: 1Staphylococcus aureus 1469 1469 100% 0 100 2972382 LR822061.1

https://www.ncbi.nlm.nih.gov/nucleotide/CP058312.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU7FB8M6114
https://www.ncbi.nlm.nih.gov/nucleotide/LR822060.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU7FB8M6114
https://www.ncbi.nlm.nih.gov/nucleotide/LR822061.1?report=genbank&log$=nucltop&blast_rank=3&RID=GU7FB8M6114

